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Oesophageal cancer (OC) is the ninth most common cancer worldwide. Patients receive neoadjuvant therapy (NAT) as

standard of care, but less than 20% of patients with oesophageal adenocarcinoma (OAC) or a third of oesophageal squamous

cell carcinoma (OSCC) patients, obtain a clinically meaningful response. Developing a method of determining a patient’s

response to NAT before treatment will allow rational treatment decisions to be made, thus improving patient outcome and

quality of life. MicroRNAs are valuable biomarkers of response to NAT in OC. Research is needed to understand the effects

different types of chemotherapy and chemoradiotherapy have on the predictive value of microRNAs; studies also require

greater standardization in how response is defined. 
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1. Introduction

1.1. Oesophageal Cancer Epidemiology

Oesophageal cancer (OC) is the ninth most common cancer diagnosed globally, yet the sixth most common cause of cancer

related death , resulting in an estimated 436,000 patient deaths in 2017 . Five-year survival for OC is 17% . The

prognosis is bleak when compared to other cancers such as colorectal cancer, of which the 5-year survival is almost 3 times

greater than that of OC . These poor outcomes can at least in part be attributed to late presentation, with 47.9% of patients

diagnosed at stage 4 . OC is more common in men who are 3 to 4 times more likely than women to develop OC, and the

median age of diagnosis is 68 years . There are two major OC subtypes, oesophageal squamous cell carcinoma (OSCC)

and oesophageal adenocarcinoma (OAC), for which OSCC estimated to contribute for over 70% of all OC diagnoses globally

. OSCC, shows greater prevalence across Asia within an “oesophageal cancer belt” that stretches from north-east Iran to

north-west China . This is likely due to the higher prevalence of tobacco use, along with genetic differences in alcohol

metabolism which leads to acetaldehyde accumulation, a known carcinogen . OAC is, however, predominant in the

Western world, probably due to the high incidence of obesity and gastro-oesophageal reflux disease  which are the primary

risk factors for OAC development. The UK has the highest incidence of OC in Europe with approximately 10,000 new cases

per year . The UK’s 5-year survival for OC is 12% in line with average across Europe; however this varies largely from 9%

in Latvia to 25% in Belgium .

1.2. Pathophysiology of OAC and OSCC

OAC is most often found in the lower part of the oesophagus and at the gastro-oesophageal junction, where it frequently

develops from its precursor Barrett’s oesophagus . Persistent exposure to acid and bile reflux, results in mucus-secreting

glandular metaplasia . Increased genetic mutations and loss of heterozygosity are seen during epithelial proliferation.

Notably in the progression to OAC two defining genetic mutations are present that can be utilised to differentiate between

non-dysplastic Barrett’s oesophagus, high grade dysplasia and OAC tissues, these are TP53 and SMAD4. Mutations in the

tumour suppressor gene TP53 occur in 50–71% of all OAC cases  but have been shown to be recurrently mutated in high

grade dysplasia (HGD) and OAC samples. SMAD4 mutation is shown to be exclusive to OAC tissue and thus it can be

concluded it lies at the boundary between progression from HGD to OAC . The loss of these tumour suppressor genes

(TSG) or mutation of proto-oncogenes leads to dysplastic Barrett’s due to a greatly increased rate of uncontrolled cellular

proliferation . Further mutagenic changes and chromosomal instability over time result in the formation of OAC and without

intervention, infiltration of the basement membrane and subsequent metastasis.

OSCC pathology is subtly different; it more commonly presents in the middle and upper parts of the oesophagus .

Persistent physical insults, primarily chronic alcohol and tobacco use, lead to squamous cell hyperplasia . Over time should

exposure be unchanged, genetic mutations will accumulate due to greatly increased rates of cellular proliferation. TP53

mutation in OSCC is almost universally found in all patients, approximately 92% . However, NOTCH1 and NOTCH3

mutations have been shown to be significantly more frequent in OSCC than OAC, at 33% versus 25%, respectively . These

mutagenic accumulations eventually result in a loss of negative feedback mechanism due to malfunction of tumour

suppressors. The result is uncontrolled rapid rates of cellular proliferation producing a carcinoma .
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1.3. Current Pathways of Screening

Currently there is no national screening programme for OC in the UK , in contrast to Asian countries such as Japan and

Korea where a higher disease incidence is seen. These have been shown to significantly improve outcomes , likely due

to earlier detection and thus earlier intervention. Screening programmes consist of fibreoptic upper gastrointestinal endoscopy

or Barium Upper Gastrointestinal Series for those over 40 years, recommended every 2 years thereafter . With these

interventions approximately two thirds of upper GI cancers are detected at an early stage, compared to the 70% of late-stage

diagnoses across Europe . The largest issue with screening for OC is the invasiveness of this procedure and therefore

the risk it poses to the patients , particularly should these results be negative and therefore futile. Mass screening would

therefore place 1 in 200 to 1 in 10,000 patients at risk of adverse events such as infection, perforation and bleeding . The

American and British Societies of Gastroenterology suggest screening for OAC should be provided to patients with reflux >5

years, Caucasian males and family history of Barrett’s oesophagus or OAC . Despite recent evidence showing one off

endoscopic screening in China led to a reduction in incidence and mortality, no current OSCC screening is in place 

possibly due to its lower population prevalence in the UK. Traditionally, there have been no minimally invasive procedures

with high enough sensitivities to consider their use in widespread screening programmes. However, new research into

Cytosponge™ technology for detection of Barrett’s oesophagus and early dysplasia suggests a specificity and sensitivity of

79.9% and 92.4% respectively, which is comparable to current screening programmes for colorectal cancer in the UK with a

false positive rate of 2–9% , as well as improved detection rates of Barrett’s oesophagus in the primary care setting .

Utilisation of this minimally invasive sampling method, alongside modern genetic testing could prove to be a highly sensitive

and specific way of detecting and tailoring treatment regimens to patients.

1.4. Treatment of Oesophageal Cancer

Where OC is potentially curable at presentation, it is locally advanced in the majority of cases. Standard of care treatments in

this setting for both OSCC and OAC are usually extensive and invasive, requiring neoadjuvant chemotherapy or chemo-

radiotherapy (NAT) followed by surgical resection as recommended by NICE guidelines . Guidance on the treatment

pathway of OSCC and OAC based upon staging and functional assessment of the patient, as recommended by the European

Society of Medical Oncology are outlined in Figure 1 . A variety of studies have investigated the benefits of NAT. The MRC

MAGIC trial showed patients who receive a neoadjuvant regimen of epirubicin, cisplatin and 5-fluorouracil (5-FU) (ECF)

therapy had a higher rate of overall survival (5-year survival, 36% vs. 23%) and progression free survival (0.53 to 0.81, p<

0.001) in comparison to patients undergoing surgery alone . Similarly, the CROSS trial demonstrated that neoadjuvant

chemoradiotherapy improved median overall survival from 24 to 49.4 months vs. surgery alone . However, only 25% to

30% of patients achieve a partial or complete pathological response , and it carries a 0.5 to 2% mortality rate . Early

identification of patients that respond well could improve outcomes by preventing the administration of treatment regimens

that are unlikely to be effective and facilitating treatment modulation . Response to therapy is usually assessed via

assignment of the Mandard Tumour Regression Grade (TRG) ranging 1 to 5 . Responders are usually defined as TRG1

(complete regression with no viable tumour cells evident) and TRG2 (presence of residual cancer cells), at least for patients

receiving chemotherapy. By administering NAT in patients who do not respond well, surgery is delayed, which if carried out

earlier may have proven more effective. The main benefits of NAT are the increased chance of complete resectability of the

primary tumour, as reduced tumour mass induced by NAT decreases the area of resection required, as well as improved

prognostic outcome due to the decreased incidence of nodal micrometasteses . On the contrary, tumour progression

during therapy can occur in those patients who do not respond well to NAT or conversely overtreatment of tumours with a

favourable prognosis that are unlikely to respond to NAT. Therefore, identifying biomarkers that allow successful identification

of who will or will not respond to therapy are desperately needed to allow rational treatment decisions to be made.
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Figure 1. Current treatment strategies for oesophageal cancer as outlined by the European Society of Medical Oncology.

TNM staging: T describes tumour size and any cancer spread into adjacent tissue; N describes cancer spread to adjacent

lymph nodes; M describes metastasis (Adapted from “Oesophageal Cancer: ESMO clinical Practice Guidelines” (2016) .

Created with BioRender.com, accessed on 17 February 2022).

1.5. Function of miRNAs and Their Role in Cancer

MicroRNAs (miRNAs) are single stranded noncoding RNA molecules approximately 22 nucleotides long, regulating gene

expression at the transcriptional or post-transcriptional level . They do this by binding in a specific sequence to the

complementary region in the 3′ untranslated mRNA region, which then regulates the translation of mRNAs to proteins .

miRNAs can bind to a complementary mRNA region resulting either in blockage of translation or degradation of a section of

miRNAs via the RNA-induced Silencing Complex (RISC) complex, both leading to inactivation of a gene (Figure 2) .

Common molecules regulated are signalling proteins as well as transcription factors to RNA binding proteins . miRNAs play

an important role in biological pathways and their expression is dysregulated in multiple pathological mechanisms .

Aberrant miRNAs expression patterns are involved in the initiation and progression of oncogenesis due to their role as TSG

and oncogenes. Oncogenic miRNAs target and prevent the expression of endogenous TSG, which activate pathways

associated with OC, such as the reduced expression of miR-27a leading to permanent activation of the KRAS pathway .

TSG are often downregulated, dysfunctional or completely lost in OC such as miR-30b-5p  or miR-34a  in OSCC

whereas those associated with proto-oncogenes are upregulated .

Figure 2. Synthesis and action of miRNA in post-transcriptional gene regulation. Transcription of miRNA gene via RNA

Polymerase II forms pri-miRNA, DROSHA (class 2 ribonuclease III enzyme) and DGCR8 cleave the terminal end of the

miRNA hairpin to form pre-miRNA. This is exported via RAN and XPO1/5. The miRNA hairpin is then cleaved by Dicer. AGO-2

binds to the double stranded miRNA, unwinds and dissociates the strands then forms a complex with RISC. This leads to

either miRNA degradation or inhibition of ribosome binding. Abbreviations: pri-miRNA: primary-miRNA, pre-miRNA: precursor-

miRNA, DGCR8: DiGeorge syndrome critical region gene 8, XPO 1/5: Exportin 1/5, RISC: RNA-induced silencing complex.

(Created with BioRender.com, accessed on 16 January2022).

Recent research into the effects of NAT on miRNAs expression in other cancers such as breast cancer and rectal cancer have

shown promising results. Over the course of NAT Lindholm et al. (2019)  showed that tumour suppressor miRNAs

expression, such as miR-100-5p and miR-125b, were upregulated following treatment  which may reflect a role in the

regulation of chemosensitivity. Kheirelseid et al. (2013)  identified expression signatures of miR-16, miR-590-3p and miR-

561 that were predictive of complete versus incomplete response to neoadjuvant chemoradiotherapy in pre-treatment

samples of rectal cancer . A recent study showed that several miRNAs can predict poorer overall survival in both OSCC

and OAC  such as the upregulation of miR-21 and downregulation of miR-133a. Hence, using miRNAs as predictors of pre-

treatment response as well as other factors such as survival, seems to be a viable non-invasive potential solution to improving

the accuracy of patient allocation to treatment.

2. Current Insights

The ability to predict OC in patients that will respond to NAT is vital to improve clinical outcomes whilst reducing treatment

associated morbidity. This entry demonstrates the potential utility of miRNAs as biomarkers of response (Figure 3), with miR-

193b, miR-21 and miR-200c showing the most promising results. However, the utilization of singular miRNAs to predict

response to NAT is unlikely to be as sensitive or specific as looking at the miRNA expression profiles of multiple miRNAs. The
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findings of Wen et al. (2016)  and the utilization of machine learning models such as SVM–RBF are likely to prove most

beneficial, with the latest research showing excellent ability for machine learning techniques to predict events such as

recurrence of OC after surgery  when looking at postoperative histopathological characteristics. This same model could be

utilized preoperatively, looking at miRNA expression profiles to discern whether patients are likely to respond to NAT.

Figure 3. Overview of results produced by all 15 discussed articles. The NAT regimen utilised and how this relates to pre-

treatment expression profiles in responders to nChemo or nCRT is shown. Abbreviations: OSCC; Oesophageal Squamous

Cell Carcinoma, OAC; Oesophageal Adenocarcinoma, nChemo; Neopadjuvant chemotherapy, nCRT; Neoadjuvant

Chemoradiotherapy. (Created with BioRender.com, accessed on 17 February 2022).

In clinical practice, there are currently no means of stratifying patients into responders and non-responders to NAT in OC. The

implementation of miRNA screening prior to the initiation of NAT would allow for patients and the healthcare professionals

supporting them to make a more informed decision as to whether treatment is likely to prove beneficial. This is important due

to the risks of NAT and the effect it has on the limited length of time and quality of life patients may have. By utilizing a method

of predicting response to NAT, such as miRNA screening, in conjunction with new non-invasive diagnostics such as

Cytosponge™ technology  a minimally invasive widespread screening programmed in those at high risk of OC could be

formulated. However, research would be needed to understand the ability to predict response utilizing miRNAs from

pretherapeutic Cytosponge™ samples.

Despite the number of biomarkers discovered and studied, less than 0.1% are utilized in clinical practice . Most often, this

is a result of restricted study design and insufficient sample size or representation. In practice, utilization of miRNAs could

surpass these clinical hurdles via the use of multiple different models for miRNA expression in patients with OAC versus

OSCC and those receiving nChemo versus nCRT. Establishing the clear differences in miRNA expression between treatment

types and doses, and linking these with OC histology, is a key step in establishing miRNAs as clinically viable biomarkers. For

each set of treatments, a well-designed study with a large sample size and accurate measurements of predictability, such as

AUROC, would prove robust enough for potential implementation into practice. Despite this, there are considerable obstacles

for the application of pre-treatment miRNA testing within clinical practice. For example, standardisation in the extraction of

miRNAs from either tissues or body fluids. Studies have shown miRNA concentrations in samples can not only differ between

tissues and bodily fluids but also be directly affected by the method of extraction itself . Further to this, when assessing

circulating fluid samples miRNA concentration differs between subfractions (e.g., whole blood, peripheral blood mononuclear

cells and plasma), thus it is important to standardise the method of extraction and the subfraction from which miRNAs are to

be studied . Studies identifying circulating miRNAs that can predict response to NAT are much more likely to be valuable in

clinical practice due their greater accessibility and obtaining these samples is less invasive compared to tissue biopsies.

Articles reviewing intratumoral miRNA concentrations are more useful in determining the functional mechanisms by which

miRNA expression links to how patients respond to nChemo/nCRT. In addition to this, assessing miRNA expression in vitro

often leads to differential results between samples due to the interplay between miRNA expression and the intratumoural

microenvironment . Based on this, future translational research must focus on the standardisation of miRNA sampling

and extraction in circulating fluids, in order to become robust enough biomarkers to use in clinical practice.

Current Use of miR-21, miR-193b and miR-200c in Cancers and Their Functional Roles

This entry has provided evidence suggesting that miRNAs may be robust biomarkers for predicting response to NAT by

differentiating between responders and non-responders. These studies suggested miR-505, miR-99b, miR-45 (for OAC

patients) and miR-193b (for OSCC patients) are accurate biomarkers for predicting response to NAT. In the literature

presented in this entry the three miRNAs that have consistently appeared significant in both histological OC subtypes, namely
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OAC and OSCC, are miR-21, miR-193b and miR-200c thus their overall function in OAC and OSCC and other common

cancers is discussed.

MiR-21 is a commonly dysregulated in a wide variety of cancers such as renal carcinoma, non-small cell lung cancer, gastric

cancer, colon cancer and breast cancer . In oesophageal cancer, high miR-21 has been associated with increased stromal

fibroblast activity and increased cell migration ; therefore, it is thought to act as an oncogene during the neoplastic life cycle

of OSCC with its function being less clear in OAC . Studies suggest miR-21 is a useful biomarker in the prediction of

response to other cancers such as HER2 positive breast cancer and colorectal cancers .

The absolute role of miR-193b in oesophageal cancer is not fully understood, despite the miRNA being known to act as a

TSG in various types of gastric and colon cancer . Various studies have shown miR-193b initiates apoptosis via the Akt

pathway such as in gastric cancers or promotes autophagy and non-apoptotic cell death thereby sensitising cells to

chemotherapy . In oesophageal cancer, miR-193b directly targets the KRAS pathway and thus, as discussed previously for

Hummel et al. (2014), its upregulation in the state of cancer would be expected as it exerts negative transcriptional control to

halt cellular proliferation . A 2013 study suggested that dosages of ionizing radiation can manipulate the expression profile

for miR-193b in some cancers , as supported by the results of Chan et al. (2017)  and Wen et al. (2016)  whereby

miR-193b’s expression profile differed with the addition of radiotherapy. Therefore, this could have affected the patient’s

expression profiles should their radiation dosages have differed between patients.

Despite the conclusions made by Tanaka et al. (2013)  and Mahawongkajit et al. (2020)  there is little conclusive

evidence as to the exact function of miR-200c. The miR-200 family have been shown to be tumour suppressor genes in

ovarian cancers  in addition to their downregulation upon neoplastic progression of Barrett’s oesophagus . There is

additional evidence that miR-200c overexpression may play a role in chemoresistance of oesophageal cancers via also

interacting with the Akt pathway .

Despite this, research is still needed to elucidate the absolute role of these miRNAs in a therapeutic response, and crucially,

how the timings of therapeutic administration may affect miRNA expression and thus their value in predicting response. The

efforts of future research need to focus on understanding the effects NAT regimes have on the predictive value of each

miRNA individually, yet links must be formed to produce a multi-miRNA model for accurate prediction of NAT response with

clinical utility to allow optimal patient benefit. Given the low response rate to standard of care chemotherapy agents and

significantly high mortality and morbidity of OAC and OSCC, robust and predictive biomarkers of NAT response are urgently

needed in the clinic and must become a research priority.

References

1. Esophageal Cancer: Practice Essentials, Background, Anatomy. 2020. Available online:
https://emedicine.medscape.com/article/277930-overview (accessed on 9 November 2020).

2. Kamangar, F.; Nasrollahzadeh, D.; Safiri, S.; Sepanlou, S.G.; Fitzmaurice, C.; Ikuta, K.S.; Bisignano, C.;
Islami, F.; Roshandel, G.; Lim, S.S.; et al. The Global, Regional, and National Burden of Oesophageal
Cancer and Its Attributable Risk Factors in 195 Countries and Territories, 1990–2017: A Systematic
Analysis for the Global Burden of Disease Study 2017. Lancet Gastroenterol. Hepatol. 2020, 5, 582–597.

3. Roser, M.; Ritchie, H. Cancer. Our World Data. 2015. Available online: https://ourworldindata.org/cancer
(accessed on 9 November 2020).

4. Oesophageal Cancer Statistics. Available online: https://www.cancerresearchuk.org/health-
professional/cancer-statistics/statistics-by-cancer-type/oesophageal-cancer (accessed on 9 November
2020).

5. Cancer Survival Rates. Available online: https://www.nuffieldtrust.org.uk/resource/cancer-survival-rates
(accessed on 9 November 2020).

6. Early Diagnosis. Available online: https://crukcancerintelligence.shinyapps.io/EarlyDiagnosis/ (accessed on
16 January 2022).

7. Smyth, E.C.; Lagergren, J.; Fitzgerald, R.C.; Lordick, F.; Shah, M.A.; Lagergren, P.; Cunningham, D.
Oesophageal Cancer. Nat. Rev. Dis. Primers 2017, 3, 17048.

8. Runge, T.M.; Abrams, J.A.; Shaheen, N.J. Epidemiology of Barrett’s Esophagus and Esophageal
Adenocarcinoma. Gastroenterol. Clin. N. Am. 2015, 44, 203–231.

9. Wong, I.; Law, S. The CROSS Road in Neoadjuvant Therapy for Esophageal Cancer: Long-Term Results of
CROSS Trial. Transl. Cancer Res. 2016, 3, S415–S419.

[58]

[59]

[58][60]

[61][62]

[63][64]

[64]

[65]

[66] [67] [49]

[68] [69]

[70] [71]

[72]



MiRNAs Predicting Response to Oesophageal Cancer Treatment | Encyclopedia.pub

https://encyclopedia.pub/entry/20250 6/9

10. Ritchie, H.; Roser, M. Smoking. Our World Data. 2013. Available online:
https://ourworldindata.org/smoking#:~:text=Smoking%20is%20one%20the%20leading,1%2Din%2D5%20deaths.&text=Nearly%20one%2
(accessed on 9 November 2020).

11. Ramachandran, A.; Chamukuttan, S.; Shetty, S.A.; Arun, N.; Susairaj, P. Obesity in Asia—Is It Different
from Rest of the World. Diabetes Metab. Res. Rev. 2012, 28, 47–51.

12. Oesophageal Cancers Country Data. Available online: https://digestivecancers.eu/oesophageal-cancer-
map/ (accessed on 9 November 2020).

13. di Pietro, M.; Alzoubaidi, D.; Fitzgerald, R.C. Barrett’s Esophagus and Cancer Risk: How Research
Advances Can Impact Clinical Practice. Gut Liver 2014, 8, 356–370.

14. Fléjou, J.-F. Barrett’s Oesophagus: From Metaplasia to Dysplasia and Cancer. Gut 2005, 54, i6–i12.

15. Weaver, J.M.J.; Ross-Innes, C.S.; Shannon, N.; Lynch, A.G.; Forshew, T.; Barbera, M.; Murtaza, M.; Ong,
C.-A.J.; Lao-Sirieix, P.; Dunning, M.J.; et al. Ordering of Mutations in Preinvasive Disease Stages of
Esophageal Carcinogenesis. Nat. Genet. 2014, 46, 837–843.

16. Esophageal Cancer—Symptoms and Causes. Available online: https://www.mayoclinic.org/diseases-
conditions/esophageal-cancer/symptoms-causes/syc-20356084 (accessed on 3 December 2020).

17. Stewart, B.W.; Wild, C.P. (Eds.) World Cancer Report 2014; World Health Organization: Geneva,
Switzerland, 2014; ISBN 978-92-832-0432-9.

18. Testa, U.; Castelli, G.; Pelosi, E. Esophageal Cancer: Genomic and Molecular Characterization, Stem Cell
Compartment and Clonal Evolution. Medicines 2017, 4, 67.

19. Screening | Oesophageal Cancer | Cancer Research, UK. Available online:
https://www.cancerresearchuk.org/about-cancer/oesophageal-cancer/getting-diagnosed/screening
(accessed on 16 December 2020).

20. Bollschweiler, E.; Boettcher, K.; Hoelscher, A.H.; Sasako, M.; Kinoshita, T.; Maruyama, K.; Siewert, J.R. Is
the Prognosis for Japanese and German Patients with Gastric Cancer Really Different? Cancer 1993, 71,
2918–2925.

21. Zakko, L.; Lutzke, L.; Wang, K.K. Screening and Preventive Strategies in Esophagogastric Cancer. Surg.
Oncol. Clin. 2017, 26, 163–178.

22. Ben-Menachem, T.; Decker, G.A.; Early, D.S.; Evans, J.; Fanelli, R.D.; Fisher, D.A.; Fisher, L.; Fukami, N.;
Hwang, J.H.; Ikenberry, S.O.; et al. Adverse Events of Upper GI Endoscopy. Gastrointest. Endosc. 2012,
76, 707–718.

23. Chen, R.; Liu, Y.; Song, G.; Li, B.; Zhao, D.; Hua, Z.; Wang, X.; Li, J.; Hao, C.; Zhang, L.; et al.
Effectiveness of One-Time Endoscopic Screening Programme in Prevention of Upper Gastrointestinal
Cancer in China: A Multicentre Population-Based Cohort Study. Gut 2020, 70, 251–260.

24. Ross-Innes, C.S.; Debiram-Beecham, I.; O’Donovan, M.; Walker, E.; Varghese, S.; Lao-Sirieix, P.; Lovat, L.;
Griffin, M.; Ragunath, K.; Haidry, R.; et al. Evaluation of a Minimally Invasive Cell Sampling Device Coupled
with Assessment of Trefoil Factor 3 Expression for Diagnosing Barrett’s Esophagus: A Multi-Center Case-
Control Study. PLoS Med. 2015, 12, e1001780.

25. Fitzgerald, R.C.; Di Pietro, M.; O’Donovan, M.; Maroni, R.; Muldrew, B.; Debiram-Beecham, I.; Gehrung,
M.; Offman, J.; Tripathi, M.; Smith, S.G.; et al. Cytosponge-Trefoil Factor 3 versus Usual Care to Identify
Barrett’s Oesophagus in a Primary Care Setting: A Multicentre, Pragmatic, Randomised Controlled Trial.
Lancet 2020, 396, 333–344.

26. Oesophageal and Gastric Cancer Overview—NICE Pathways. Available online:
https://pathways.nice.org.uk/pathways/oesophageal-and-gastric-cancer#content=view-node%3Anodes-
staging (accessed on 3 December 2020).

27. Lordick, F.; Mariette, C.; Haustermans, K.; Obermannová, R.; Arnold, D. Oesophageal Cancer: ESMO
Clinical Practice Guidelines for Diagnosis, Treatment and Follow-Up. Ann. Oncol. 2016, 27, v50–v57.

28. Cunningham, D.; Allum, W.H.; Stenning, S.P.; Thompson, J.N.; Van de Velde, C.J.H.; Nicolson, M.; Scarffe,
J.H.; Lofts, F.J.; Falk, S.J.; Iveson, T.J.; et al. Perioperative Chemotherapy versus Surgery Alone for
Resectable Gastroesophageal Cancer. N. Engl. J. Med. 2006, 355, 11–20.

29. van Hagen, P.; Hulshof, M.C.C.M.; van Lanschot, J.J.B.; Steyerberg, E.W.; Henegouwen, M.V.B.;
Wijnhoven, B.P.L.; Richel, D.J.; Nieuwenhuijzen, G.A.P.; Hospers, G.A.P.; Bonenkamp, J.J.; et al.



MiRNAs Predicting Response to Oesophageal Cancer Treatment | Encyclopedia.pub

https://encyclopedia.pub/entry/20250 7/9

Preoperative Chemoradiotherapy for Esophageal or Junctional Cancer. N. Engl. J. Med. 2012, 366, 2074–
2084.

30. Zhang, B.; Pan, X.; Cobb, G.P.; Anderson, T.A. MicroRNAs as Oncogenes and Tumor Suppressors. Dev.
Biol. 2007, 302, 1–12.

31. Noble, F.; Lloyd, M.A.; Turkington, R.; Griffiths, E.; O’Donovan, M.; O’Neill, J.R.; Mercer, S.; Parsons, S.L.;
Fitzgerald, R.C.; Underwood, T.J.; et al. Multicentre Cohort Study to Define and Validate Pathological
Assessment of Response to Neoadjuvant Therapy in Oesophagogastric Adenocarcinoma. Br. J. Surg.
2017, 104, 1816–1828.

32. Lordick, F.; Gockel, I. Chances, Risks and Limitations of Neoadjuvant Therapy in Surgical Oncology. Innov.
Surg. Sci. 2016, 1, 3–11.

33. Barbour, A.P.; Walpole, E.T.; Mai, G.T.; Barnes, E.H.; Watson, D.I.; Ackland, S.P.; Martin, J.M.; Burge, M.;
Finch, R.; Karapetis, C.S.; et al. Preoperative Cisplatin, Fluorouracil, and Docetaxel with or without
Radiotherapy after Poor Early Response to Cisplatin and Fluorouracil for Resectable Oesophageal
Adenocarcinoma (AGITG DOCTOR): Results from a Multicentre, Randomised Controlled Phase II Trial.
Ann. Oncol. 2020, 31, 236–245.

34. Pathologic Assessment of Tumor Regression after Preoperative Chemoradiotherapy of Esophageal
Carcinoma. Clinicopathologic Correlations—PubMed. Available online:
https://pubmed.ncbi.nlm.nih.gov/8194005/ (accessed on 26 January 2022).

35. Wang, D.; Smit, J.K.; Zwaan, E.; Muijs, C.T.; Groen, H.; Hollema, H.; Plukker, J.T. Neoadjuvant Therapy
Reduces the Incidence of Nodal Micrometastases in Esophageal Adenocarcinoma. Am. J. Surg. 2013, 206,
732–738.

36. Hiraki, Y.; Kimura, Y.; Imano, M.; Kato, H.; Iwama, M.; Shiraishi, O.; Yasuda, A.; Shinkai, M.; Makino, T.;
Motoori, M.; et al. Controlling Lymph Node Micrometastases by Neoadjuvant Chemotherapy Affects the
Prognosis in Advanced Esophageal Squamous Cell Carcinoma. Surg. Today 2021, 51, 118–126.

37. Ameres, S.L.; Zamore, P.D. Diversifying MicroRNA Sequence and Function. Nat. Rev. Mol. Cell Biol. 2013,
14, 475–488.

38. Lai, E.C. Micro RNAs Are Complementary to 3′ UTR Sequence Motifs That Mediate Negative Post-
Transcriptional Regulation. Nat. Genet. 2002, 30, 363–364.

39. Zhang, Y. RNA-Induced Silencing Complex (RISC). In Encyclopedia of Systems Biology; Dubitzky, W.,
Wolkenhauer, O., Cho, K.-H., Yokota, H., Eds.; Springer: New York, NY, USA, 2013; p. 1876. ISBN 978-1-
4419-9863-7.

40. Ding, L.; Lan, Z.; Xiong, X.; Ao, H.; Feng, Y.; Gu, H.; Yu, M.; Cui, Q. The Dual Role of MicroRNAs in
Colorectal Cancer Progression. Int. J. Mol. Sci. 2018, 19, 2791.

41. MacFarlane, L.-A.; Murphy, P.R. MicroRNA: Biogenesis, Function and Role in Cancer. Curr. Genom. 2010,
11, 537–561.

42. Essakly, A.; Loeser, H.; Kraemer, M.; Alakus, H.; Chon, S.-H.; Zander, T.; Buettner, R.; Hillmer, A.M.; Bruns,
C.J.; Schroeder, W.; et al. PIK3CA and KRAS Amplification in Esophageal Adenocarcinoma and Their
Impact on the Inflammatory Tumor Microenvironment and Prognosis. Transl. Oncol. 2019, 13, 157–164.

43. Xu, J.; Lv, H.; Zhang, B.; Xu, F.; Zhu, H.; Chen, B.; Zhu, C.; Shen, J. MiR-30b-5p Acts as a Tumor
Suppressor MicroRNA in Esophageal Squamous Cell Carcinoma. J. Thorac. Dis. 2019, 11, 3015–3029.

44. Cui, X.-B.; Peng, H.; Li, R.-R.; Mu, J.-Q.; Yang, L.; Li, N.; Liu, C.-X.; Hu, J.-M.; Li, S.-G.; Wei, Y.; et al.
MicroRNA-34a Functions as a Tumor Suppressor by Directly Targeting Oncogenic PLCE1 in Kazakh
Esophageal Squamous Cell Carcinoma. Oncotarget 2017, 8, 92454–92469.

45. Skinner, H.D.; Lee, J.H.; Bhutani, M.S.; Weston, B.; Hofstetter, W.; Komaki, R.; Shiozaki, H.; Wadhwa, R.;
Sudo, K.; Elimova, E.; et al. A Validated MiRNA Profile Predicts Response to Therapy in Esophageal
Adenocarcinoma. Cancer 2014, 120, 3635–3641.

46. Lindholm, E.M.; Aure, M.R.; Haugen, M.H.; Sahlberg, K.K.; Kristensen, V.N.; Nebdal, D.; Børresen-Dale, A.-
L.; Lingjærde, O.C.; Engebraaten, O. MiRNA Expression Changes during the Course of Neoadjuvant
Bevacizumab and Chemotherapy Treatment in Breast Cancer. Mol. Oncol. 2019, 13, 2278–2296.

47. Kheirelseid, E.A.H.; Miller, N.; Chang, K.H.; Curran, C.; Hennessey, E.; Sheehan, M.; Newell, J.; Lemetre,
C.; Balls, G.; Kerin, M.J. MiRNA Expressions in Rectal Cancer as Predictors of Response to Neoadjuvant
Chemoradiation Therapy. Int. J. Colorectal Dis. 2013, 28, 247–260.



MiRNAs Predicting Response to Oesophageal Cancer Treatment | Encyclopedia.pub

https://encyclopedia.pub/entry/20250 8/9

48. Gao, S.; Zhao, Z.-Y.; Zhang, Z.-Y.; Zhang, Y.; Wu, R. Prognostic Value of MicroRNAs in Esophageal
Carcinoma: A Meta-Analysis. Clin. Transl. Gastroenterol. 2018, 9, 203.

49. Wen, J.; Luo, K.; Liu, H.; Liu, S.; Lin, G.; Hu, Y.; Zhang, X.; Wang, G.; Chen, Y.; Chen, Z.; et al. MiRNA
Expression Analysis of Pretreatment Biopsies Predicts the Pathological Response of Esophageal
Squamous Cell Carcinomas to Neoadjuvant Chemoradiotherapy. Ann. Surg. 2016, 263, 942–948.

50. Rahman, S.A.; Walker, R.C.; Lloyd, M.A.; Grace, B.L.; van Boxel, G.I.; Kingma, B.F.; Ruurda, J.P.; van
Hillegersberg, R.; Harris, S.; Parsons, S.; et al. Machine Learning to Predict Early Recurrence after
Oesophageal Cancer Surgery. Br. J. Surg. 2020, 107, 1042–1052.

51. Pilonis, N.D.; Killcoyne, S.; Tan, W.K.; O’Donovan, M.; Malhotra, S.; Tripathi, M.; Miremadi, A.; Debiram-
Beecham, I.; Evans, T.; Phillips, R.; et al. Use of a Cytosponge Biomarker Panel to Prioritise Endoscopic
Barrett’s Oesophagus Surveillance: A Cross-Sectional Study Followed by a Real-World Prospective Pilot.
Lancet Oncol. 2022, 23, 270–278.

52. Drucker, E.; Krapfenbauer, K. Pitfalls and Limitations in Translation from Biomarker Discovery to Clinical
Utility in Predictive and Personalised Medicine. EPMA J. 2013, 4, 7.

53. Brown, R.A.M.; Epis, M.R.; Horsham, J.L.; Kabir, T.D.; Richardson, K.L.; Leedman, P.J. Total RNA
Extraction from Tissues for MicroRNA and Target Gene Expression Analysis: Not All Kits Are Created
Equal. BMC Biotechnol. 2018, 18, 16.

54. Moldovan, L.; Batte, K.E.; Trgovcich, J.; Wisler, J.; Marsh, C.B.; Piper, M. Methodological Challenges in
Utilizing MiRNAs as Circulating Biomarkers. J. Cell. Mol. Med. 2014, 18, 371–390.

55. Atarod, S.; Smith, H.; Dickinson, A.; Wang, X.-N. MicroRNA Levels Quantified in Whole Blood Varies from
PBMCs. F1000Research 2014, 3, 183.

56. Bibby, B.A.S.; Reynolds, J.V.; Maher, S.G. MicroRNA-330-5p as a Putative Modulator of Neoadjuvant
Chemoradiotherapy Sensitivity in Oesophageal Adenocarcinoma. PLoS ONE 2015, 10, e0134180.

57. Jiang, W.; de Jong, J.M.; van Hillegersberg, R.; Read, M. Predicting Response to Neoadjuvant Therapy in
Oesophageal Adenocarcinoma. Cancers 2022, 14, 996.

58. Li, F.; Lv, J.-H.; Liang, L.; Wang, J.; Li, C.-R.; Sun, L.; Li, T. Downregulation of MicroRNA-21 Inhibited
Radiation-Resistance of Esophageal Squamous Cell Carcinoma. Cancer Cell Int. 2018, 18, 39.

59. Nouraee, N.; Van Roosbroeck, K.; Vasei, M.; Semnani, S.; Samaei, N.M.; Naghshvar, F.; Omidi, A.A.; Calin,
G.A.; Mowla, S.J. Expression, Tissue Distribution and Function of MiR-21 in Esophageal Squamous Cell
Carcinoma. PLoS ONE 2013, 8, e73009.

60. Kestens, C.; Siersema, P.D.; van Baal, J.W. Current Understanding of the Functional Roles of Aberrantly
Expressed MicroRNAs in Esophageal Cancer. World J. Gastroenterol. 2016, 22, 1–7.

61. Ourô, S.; Mourato, C.; Velho, S.; Cardador, A.; Ferreira, M.P.; Albergaria, D.; Castro, R.E.; Maio, R.;
Rodrigues, C.M.P. Potential of MiR-21 to Predict Incomplete Response to Chemoradiotherapy in Rectal
Adenocarcinoma. Front. Oncol. 2020, 10, 2212.

62. Liu, B.; Su, F.; Lv, X.; Zhang, W.; Shang, X.; Zhang, Y.; Zhang, J. Serum MicroRNA-21 Predicted Treatment
Outcome and Survival in HER2-Positive Breast Cancer Patients Receiving Neoadjuvant Chemotherapy
Combined with Trastuzumab. Cancer Chemother. Pharmacol. 2019, 84, 1039–1049.

63. Fang, Z.; Li, C.; Li, S. MicroRNA-193b Acts as a Tumor Suppressor in Colon Cancer Progression via
Targeting RAB22A. Exp. Ther. Med. 2019, 17, 3921–3928.

64. Nyhan, M.J.; O’Donovan, T.R.; Boersma, A.W.M.; Wiemer, E.A.C.; McKenna, S.L. MiR-193b Promotes
Autophagy and Non-Apoptotic Cell Death in Oesophageal Cancer Cells. BMC Cancer 2016, 16, 101.

65. Hummel, R.; Sie, C.; Watson, D.I.; Wang, T.; Ansar, A.; Michael, M.Z.; Van der Hoek, M.; Haier, J.; Hussey,
D.J. MicroRNA Signatures in Chemotherapy Resistant Esophageal Cancer Cell Lines. World J.
Gastroenterol. WJG 2014, 20, 14904–14912.

66. Czochor, J.R.; Glazer, P.M. MicroRNAs in Cancer Cell Response to Ionizing Radiation. Antioxid. Redox
Signal. 2014, 21, 293–312.

67. Chan, C.; Lai, K.; Ng, E.; Kiang, M.; Kwok, T.; Wang, H.; Chan, K.; Law, T.; Tong, D.; Chan, K.; et al. Serum
MicroRNA-193b as a Promising Biomarker for Prediction of Chemoradiation Sensitivity in Esophageal
Squamous Cell Carcinoma Patients. Oncol. Lett. 2017, 15, 3273–3280.



MiRNAs Predicting Response to Oesophageal Cancer Treatment | Encyclopedia.pub

https://encyclopedia.pub/entry/20250 9/9

68. Tanaka, K.; Miyata, H.; Yamasaki, M.; Sugimura, K.; Takahashi, T.; Kurokawa, Y.; Nakajima, K.; Takiguchi,
S.; Mori, M.; Doki, Y. Circulating MiR-200c Levels Significantly Predict Response to Chemotherapy and
Prognosis of Patients Undergoing Neoadjuvant Chemotherapy for Esophageal Cancer. Ann. Surg. Oncol.
2013, 20, 607–615.

69. Mahawongkajit, P.; Tomtitchong, P. Expression of MiRNA in 5-FU Resistant Esophageal Cancer. Mol. Clin.
Oncol. 2020, 13, 221–227.

70. Sulaiman, S.A.; Ab Mutalib, N.-S.; Jamal, R. MiR-200c Regulation of Metastases in Ovarian Cancer:
Potential Role in Epithelial and Mesenchymal Transition. Front. Pharmacol. 2016, 7, 271.

71. Smith, C.M.; Watson, D.I.; Leong, M.P.; Mayne, G.C.; Michael, M.Z.; Wijnhoven, B.P.; Hussey, D.J. MiR-
200 Family Expression Is Downregulated upon Neoplastic Progression of Barrett’s Esophagus. World J.
Gastroenterol. WJG 2011, 17, 1036–1044.

72. Hamano, R.; Miyata, H.; Yamasaki, M.; Kurokawa, Y.; Hara, J.; Moon, J.H.; Nakajima, K.; Takiguchi, S.;
Fujiwara, Y.; Mori, M.; et al. Overexpression of MiR-200c Induces Chemoresistance in Esophageal Cancers
Mediated Through Activation of the Akt Signaling Pathway. Clin. Cancer Res. 2011, 17, 3029–3038.

Retrieved from https://encyclopedia.pub/entry/history/show/48501


