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Barley developmental mutants tweaky spike (tw) with disturbed auxin pathways possess a unique feature of an increased

level of mouldy germinating grains (MGG), which serves as a convenient model to investigate the effects of plant

immunity-related substances. The effects of the auxin 2,4-dichlorophenoxyacetic acid (2,4-D), auxin inhibitors, salicylic

acid (SA), and trans-cinnamic acid (TCA) were studied using the tw-WT system in surface-sterilized and unsterilized

germinating grains under high rates of natural infection. Significant differences among the allelic tw mutants were revealed

at the natural MGG level and in response to 2,4-D, SA, and TCA. The most effective means against MGG were

sterilization and TCA. 2,4-D inhibited root growth in tw and tw2 mutants, occurring only in unsterilized and not sterilized

germinating grains, while the opposite was observed for TCA and SA. The tw mutations influenced variations in the seed-

borne fungal spectra, decreasing the frequency of Bipolaris sorokiniana and increasing Fusarium spp. Hypochlorite-based

surface sterilization methods should be used with caution in studies where the action of exogenous 2,4-D will be analysed

in germinating grains. Auxin pathway disturbances specific for pleiotropic tw mutants are generally restricted to

organogenesis but not to germination events. 
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1. Introduction

Grain contamination with fungi and their produced mycotoxins is not only a problem for organic producers but also for

conventional agriculture . For barley, special attention is required for malt and beer contamination with mycotoxins and

their proper control and avoidance .

2. Analysis on Results

2.1. The Action of 2,4-D, SA and TCA on MGG and Root Growth of Allelic Tweaky Spike Mutants

Naturally, grain sterilization before germination is an effective treatment against MGG. In most cases studied, the MGG

level was significantly lower in surface-sterilized grains than in unsterilized grains under the same experimental

conditions, and independent of the plant genotype and the studied 2,4-D concentrations (Figure 1a and Figure 2a, Tables

S1a and S2a).

Figure 1. Effects of 2,4-D over a 10–50 mg L  range on barley tweaky-type mutants. (a) The frequency of mouldy grains

(%) and (b) the root lengths (cm) of unsterilized and sterilized germinating grains measured after 5 days. For mouldy
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grains, n = 10 Petri dishes (100 grains); for root length n = 30; for tw , n = 15 Petri dishes (150 grains) and n = 60.

WT2016 and tw 2016, grain reproduction in 2016; other material, grain reproduction in 2013; the MGG assay was

performed in 2017. The asterisks represent significant differences (* p < 0.05; ** p < 0.01; *** p < 0.001) between the

control and the 2,4-D treatment. The numbers denote significant differences (  p < 0.05;  p < 0.01) between the controls

of the tw-type mutant and the WT.

Figure 2. Effects of 2,4-D over a range of 50–800 mg L  and the auxin inhibitors HFCA and PCIB on (a) the frequency of

mouldy grains (%) and (b,c) the root length (cm) of unsterilized germinating grains of tw mutants and the WT, as

measured after 5 days. For mouldy grains, n = 10 Petri dishes (100 grains); for root length, n = 30. Grain was produced in

2013, and the MGG assay was performed in 2017. The asterisks represent significant differences (* p < 0.05; ** p < 0.01;

*** p < 0.001) between the control and the 2,4-D treatment. The numbers denote significant differences (  p < 0.05;  p <

0.01) between the controls of the tw-type mutant and the WT.

In the range of 10–50 mg L , an appreciable inhibitory effect of 2,4-D on the root growth of allelic tw-type mutants

depended on (1) the plant genotype and (2) the sterilization status of grains (Figure 1b and Table S1b). In most cases,

2,4-D significantly inhibited root growth only in unsterilized germinating grains of all tested genotypes, including the

nonallelic twN18 and twmk mutants. The twmk mutant was the most sensitive to 2,4-D among all tested tweaky-type

mutants. In contrast, 2,4-D-induced root growth inhibition in sterilized germinating grains mostly in a nonsignificant

manner (Figure 1b and Table S1b).

The tested lower 2,4-D concentrations (10–50 mg L ) revealed an interesting dependence of 2,4-D-induced root growth

inhibition on grain sterilization status; consequently, the effect of elevated 2,4-D concentrations was investigated in further

experiments. In the range of 50–800 mg L  2,4-D, a significant effect of 2,4-D on MGG was observed only in unsterilized

grains of WT (p = 0.0026), in which 2,4-D increased the level of MGG (Figure 2a and Table S2a), while in the range of

10–50 mg L  2,4-D, a significant increase in MGG was observed only in sterilized grains of the tw  genotype (p = 0.024;

Figure 1a and Table S1a).

In contrast to the effect of the lower concentrations, the higher concentrations (50–800 mg L ) of 2,4-D induced a

significant decrease in root length independent of the plant genotype and the grain sterilization conditions, and the

inhibitory effect of 2,4-D on root growth was dose-dependent (Figure 2b,c and Table S2b). The root growth of the tw and

tw  allelic mutants, but not the tw  allelic mutant, was weaker than that of WT germinating grains. An unsterilized grain

background better revealed the inhibitory effect of 2,4-D on the germination rate, which was uniform independent of the

plant genotype. In turn, grain sterilization revealed better differences among allelic mutants in the response to 2,4-D

according to the germination rate (Table S2c). In general, 2,4-D in the range of 50–800 mg L  inhibited root length

independent of the plant genotype (Figure 2c), while in the range of 10–50 mg L  2,4-D, differences between WT and tw-

type mutants and among allelic tw mutants themselves were observed (Figure 1).

Despite the proposed opposite effects to the action of 2,4-D, the auxin inhibitors HFCA and PCIB did not show a

significant effect on MGG, except PCIB in sterilized grains of the tw  mutant, in which the MGG level decreased (Figure
2a and Table S2a). However, both auxin inhibitors suppressed root growth similarly to 2,4-D (Figure 2c and Table S2b).
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Theoretically, the effects of TCA and SA are supposed to be opposite to those of 2,4-D, and TCA decreased the frequency

of MGG in unsterilized germinating grains of the WT and all allelic tw-type mutants (Figure 3 and Table S3).

Figure 3. Effects of salicylic (SA) and trans-cinnamic (TCA) acids on (a) the frequency of mouldy grains (%) and (b) the

root lengths (cm) of unsterilized and sterilized germinating grains of barley tw mutants and the WT, as measured after 5

days. For mouldy grains, n = 10 (100 grains); for root length, n = 30. Grain was produced in 2016, and the MGG test was

performed in 2020. The asterisks represent significant differences (* p < 0.05; ** p < 0.01) between the control and the SA

or TCA treatment. The numbers denote significant differences (  p < 0.01;  p < 0.001) between the controls of the tw-type

mutant and the WT.

However, in sterilized germinating grains, TCA decreased MGG at a significant level only in the allelic tw mutant, while SA

decreased MGG at a significant level only in unsterilized grains of the tw  mutant (Figure 3 and Table S3a). Similar to 2,4-

D, SA and TCA also inhibited root growth, but only in the allelic mutant tw  (Figure 3b and Table S3b). Neither compound

showed any effect on the grain germination rate (Table S3c).

2.2. Fungi Spectrum in the Internal Grain Tissues of Barley tw-Type Mutants and Revertants

To reveal the possible differences in the fungal diversity in surface-sterilized mouldy germinating grains of tested barley

genotypes, the spectrum of fungi species was investigated. Among the fungi that frequently reside in the internal tissues

of barley grains, B. sorokiniana prevailed in all the tested plant genotypes (Figure 4 and Table S4). In addition to the WT,

tw  and tw  mutants, the fungi spectra were also studied in several revertants that arose during the phase of stabilization

of tw  and tw  mutants. The revertant studies allowed for a broader understanding of the differences between tw-type

mutants and the WT.
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Figure 4. Spectra of fungi (%) in the internal grain tissues of barley tw mutants and the WT. The middle row—revertants

from tw ; the lower row—revertants from tw . N—revertants with normal spike and floral structure, C—revertants with

normal floral structure but compactoid spikes. Grain was produced in 2013, and the analysis was performed in 2014. The

asterisks represent significant differences (* p < 0.05; ** p < 0.01; *** p < 0.001) between the tw-type mutant and the WT
(in the upper row) or between the revertant and the respective initial tw mutant (N1, N13 and C1 derived from tw , N46,

C6 and C7—from tw ).

In the grains of the tw  and tw  mutants, the B. sorokiniana frequency was lower than that in the WT strain, but the

difference was only statistically significant in tw . Interestingly, the level of B. sorokiniana was only significantly lower in

grains of revertant N1 compared to WT (p < 0.05) and remained the same as in grains of its parental mutant tw . Such a

tendency was not observed. A similar tendency was also observed in other revertants, except for the compactoid (C)-type

revertants from tw  but only in an insignificant manner. However, a decrease in the Bipolaris proportion occurred at the

expense of the increasing Fusarium portion in the fungi spectra, and the observed effect was statistically significant

(Figure 4). Comparable results were also obtained after analysing the fungi spectra in the internal grain tissues in our

previous studies . This finding provided a pretext for studying the effects of grain meals made from the different tw-type

allelic mutants and the WT on B. sorokiniana growth.

2.3. The Impact of Meals from Grains of tw-Type Mutants on the Colony Growth of Bipolaris
sorokiniana

The growth of B. sorokiniana colonies on MEA media supplemented with meals prepared from the grounded dry grains of

allelic mutants tw, tw , and tw  was compared with B. sorokiniana growth on MEA medium containing meals from the

grains of WT. Additionally, the effects of the SA and TCA concentrations were investigated on such media (Figure 5). The

meals from the allelic tw mutants significantly decreased the growth of B. sorokiniana colonies. In most cases, a further

statistically significant decrease in Bipolaris colony growth occurred only after TCA but not SA addition. SA decreased the

growth of B. sorokiniana in a concentration-dependent manner only in tw . TCA also showed a strong inhibitory effect on

B. sorokiniana growth on MEA media with meals from the WT. Even the lowest concentration of TCA, 0.05 mM,

significantly decreased the growth of Bipolaris colonies, and a further increase in TCA concentration did not enhance its

inhibitory effect on B. sorokiniana growth in WT media (Figure 5).
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Figure 5. Effects of salicylic acid (SA) and trans-cinnamic acid (TCA) on the growth of Bipolaris sorokiniana after 7 days

of growth on medium containing meal from tw. (a) The morphology of B. sorokiniana colonies grown on MEA media with

different supplements. (b) Size of the colonies 7 days after inoculation. MEA, malt extract medium. Grain was produced in

2013, and the experiment was performed in 2014. The asterisks represent significant differences (* p < 0.05; ** p < 0.01;

*** p < 0.001) between the control and the SA or TCA treatment. The numbers denote significant differences (  p < 0.01)

between the controls of the tw-type mutant and the WT.

3. Current Insights

The present study showed that more appreciable conclusions on the action of the modifying factors could be made when

the MGG assay is performed in parallel with the root growth test. The inhibition of root elongation of germinating grains is

one of the earliest and most distinct symptoms exhibited in response to auxins, especially 2,4-D , but auxin promotes

lateral root formation , and this auxin feature is related to pathogen invasion . In the present study, significant

differences in 2,4-D-induced root growth inhibition among the different allelic tw-type mutants were revealed only in the

lower range (10–50 mg L ) of 2,4-D concentrations (Figure 1b). Moreover, significant root length inhibition with 2,4-D in

the allelic mutants tw and tw  and the nonallelic mutant twN18 was only observed in unsterilized germinating grains,

whereas in sterilized grains, root growth inhibition in these mutants was absent (Figure 1). While differences in MGG

frequency between sterilized and unsterilized grains are naturally expected, the dependence of root growth after 2,4-D

treatment on grain sterilization status was quite an unexpected phenomenon. Hypochlorite-based agents, including

commercial bleach, are routinely used for surface sterilization of various plant materials . Hypochlorite was proposed

to react with the seed surface, forming a chlorine cover that is not completely removed by rinsing, and subsequently can

be converted into highly toxic chloramines that easily penetrate plant tissues . Furthermore, various salts are known to

antagonize the phytotoxicity of several herbicides, including 2,4-D . After surface sterilization with commercial bleach,

nonremovable chlorine compounds can antagonise exogenously applied 2,4-D and subsequently diminish the effect of

root growth inhibition in comparison to that of unsterilized 2,4-D-treated grains. This observation highlights the importance

of comparing sterilized and unsterilized grain conditions in studies of plant-auxin–pathogen relationships where the action

of exogenous auxin will be analysed in germinating grains since hypochlorite-based sterilization itself can lead to

underestimation of the 2,4-D effect on root growth.

References

1. Pinotti, L.; Ottoboni, M.; Giromini, C.; Dell’Orto, V.; Cheli, F. Mycotoxin contamination in the EU feed supply chain: A foc
us on cereal byproducts. Toxins 2016, 8, 45.

2. Pascari, X.; Ramos, A.J.; Marín, S.; Sanchís, V. Mycotoxins and beer. Impact of beer production process on mycotoxin
contamination. A review. Food Res. Int. 2018, 103, 121–129.

3. Vaitkūnienė, V.; Varnaitė, A.; Balčiūnienė, L.; Rančelis, V.; Mačkinaitė, R.; Leistrumaitė, A. Two types of revertants from
the same homeotic barley mutants tweaky spike. Biologija 2006, 2, 18–23.

4. Scheitz, K.; Lüthen, H.; Schenck, D. Rapid auxin-induced root growth inhibition requires the TIR and AFB auxin recepto
rs. Planta 2013, 238, 1171–1176.

2

[4]

[5] [6]

−1

2

[7][8]

[7]

[9][10]



5. Kazan, K.; Lyons, R. Intervention of phytohormone pathways by pathogen effectors. Plant Cell 2014, 26, 2285–2309.

6. Kidd, B.N.; Kadoo, N.Y.; Dombrecht, B.; Tekeoglu, M.; Gardiner, D.M.; Thatcher, L.F.; Aitken, E.A.; Schenk, P.M.; Mann
ers, J.M.; Kazan, K. Auxin signaling and transport promote susceptibility to the root-infecting fungal pathogen Fusarium
oxysporum in Arabidopsis. Mol. Plant Microbe Interact. 2011, 24, 733–748.

7. Miché, L.; Balandreau, J. Effects of rice seed surface sterilization with hypochlorite on inoculated Burkholderia vietnami
ensis. Appl. Environ. Microbiol. 2001, 67, 3046–3052.

8. Lindsey, B.E.; Rivero, L.; Calhoun, C.S.; Grotewold, E.; Brkljacic, J. Standardized method for high-throughput sterilizati
on of Arabidopsis seeds. J. Vis. Exp. 2017, 128, 56587.

9. Nalewaja, J.D.; Woznica, Z.; Matysiak, R. 2,4-D amine antagonism by salts. Weed Technol. 1991, 5, 873–880.

10. Nalewaja, J.D.; Matysiak, R. 2,4-D and salt combinations affect glyphosate phytotoxicity. Weed Technol. 1992, 6, 322–
327.

Retrieved from https://encyclopedia.pub/entry/history/show/36810


