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Plants adjust their growth and development through a sophisticated regulatory system integrating endogenous and

exogenous cues. Many of them rely on intricate crosstalk between nutrients and hormones, an effective way of coupling

nutritional and developmental information and ensuring plant survival. Sugars in their different forms such as sucrose,

glucose, fructose and trehalose-6-P and the hormone family of cytokinins (CKs) are major regulators of the shoot and root

functioning throughout the plant life cycle.
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1. Introduction

The regulation of plant growth and development is crucial for yield and resistance to abiotic and biotic constraints, which

relies on fine-tuned interactions between nutrients and hormones, influenced by environmental inputs. Among these

central regulators, sugars and cytokinins (CKs) play predominant roles while operating synergistically, antagonistically and

sometimes independently to shape the final reaction of the plant. Sugars growth-related metabolic activity and as

signaling entities that drive a wide array of mechanisms throughout the plant life cycle . Briefly, sugar signaling is

intimately linked to developmental stages, hormonal signaling and environmental conditions, and thereby is an integrative

part of plant growth control . Plants can sense a diversity of soluble sugars such as sucrose, glucose,

fructose and trehalose-6-phosphate (T6P). Sophisticated sugar sensing networks have been identified, including

hexokinase (HXK), Regulator of G-protein signaling (RGS1), and two main sensors of nutrients and energy status:

sucrose-nonfermentation1-related protein kinase1 (SnRK1) and target of rapamycin (TOR) kinase  .

CKs are a group of adenine derivatives involved in many central processes in plants, such as development of vasculature,

differentiation of embryonic cells, maintenance of meristematic cells, shoot formation and leaf senescence delay 

. There are two types of CKs: adenine-type cytokinins represented by kinetin, zeatin, and 6-benzylaminopurine, and

phenylurea-type cytokinins like diphenylurea and thidiazuron. Most adenine-type cytokinins are synthesized in roots.

Cambium and other actively dividing tissues also synthesize CKs. CKs are viewed as one of the major long-distance root-

to-shoot messengers . Their biosynthesis depends on the activity of adenosine phosphate-isopentenyltransferases

(IPTs). Trans-zeatin is the most abundant form of CK in plants . Initially identified in rice, Lonely Guy (LOG), cytokinin

nucleoside 54-monophosphate phosphoribohydrolases, are involved in direct CK production . CKs primarily regulate

gene expression through a phosphotransfer signaling cascade. This cascade is initiated by histidine kinase cytokinin

receptors, Arabidopsis Histidine Kinase2 (AHK2), AHK3 and AHK4, that located in the endoplasmic reticulum membrane,

and completed by cytosolic histidine phosphotransfer proteins (AHP) . AHPs shuttle between the cytosol and the

nucleus and transfer phosphate to nuclear response regulators (Arabidopsis Response Regulators, ARRs)  that fall into

two classes: type-A and type-B ARRs are negative and positive regulators of CK signaling, respectively.

Sugars and CKs are individually viewed as major players in many aspects of plant biology. Yet, their crosstalk has not

been systematically investigated, hence many gaps in current knowledge. Moreover, the available results underline that

the crosstalk is very complex and varies at least according to the nature of the organ and the physiological process. This

review aims to underline the interactions between sugars and CKs based on their individual and combined roles in the

regulation of key developmental processes throughout the plant life cycle. Based on the results derived from different

plant species, sugars and CKs seem to act synergistically to take over the seedling emergency, shoot meristem activity,

shoot branching and flowering while doing antagonistically as strongly suggested for seed germination, root meristematic

activity, and even demonstrated for root branching and leaf senescence (Figure 1). Here, the main results are discussed,

potential integrators of this crosstalk are proposed, and further lines of research are highlighted.

[1][2][3][4][5]

[6][7][8][9][10][11]

[12][13][14][15][16][17][18]

[19][20][21]

[22][23]

[24]

[25]

[26][27]

[28]

[23]



Figure 1. Relationship between sugars and cytokinins (CKs) in the main plant developmental processes, including seed

development, germination, seedling establishment, root and shoot branching, leaf senescence, and flowering. The black

arrows indicate stimulation or positive effect, and the red lines mean repression or negative effect. This model results from

a compilation of studies carried out on different model plants (see references and description in the text).

2. Seed Development, Germination and Seedling Establishment

Seed formation, as well as the seed-to-young-seedling transition through germination, involves sugar and hormone

signaling . Even though common key players have been identified in the seed response to sugars and CKs, their

molecular interaction remains speculative.

2.1. Seed Development

Seed development covers morphogenesis phases characterized by active cell division and embryonic organ formation

and a maturation phase during which storage nutrients accumulate in cotyledons and/or endosperm tissues, with a

transfer of reserves between these two compartments . In this latter phase, the embryo acquires tolerance to

desiccation and a dormancy state before dispersal in the environment. Dormancy allows the seed to cope with its adverse

environment and secures the transition to a new life cycle. Previous works have reported the contribution of sugars and

CKs in the control of seed development . In cotyledons of Vicia faba, a high glucose-to-sucrose ratio is correlated

with cell division during the morphogenesis phase, whereas an increasing sucrose-to-glucose ratio marks the sink–source

transition to the storage phase . The high glucose gradient is related to both high cell-wall-bound invertase (CWINV)

expression in the maternal seed coat and hexose transporter (VfSTP1) expression in the embryonic epidermal cells 

. Analyses of the CWINV-deficient mutant miniature1 (mn1), impaired in endosperm development in maize caryopses,

provide evidence that CWINV also contributes to CK-dependent cell proliferation during the developmental transition to

the storage phase . Such a CK effect may operate directly on cell cycle-related genes (CycD3) and indirectly

through (CWINV2)-mediated sugar signaling . Nevertheless, the seemingly contradictory phenotype of the CK-

receptor-defective triple mutant ahk2 ahk3 cre1 exhibiting greater seed size points to the complexity of the regulatory

network . Understanding how CKs contribute to seed development will require considering the different levels of

regulation of CK metabolisms, such as the spatiotemporal accumulation and transport of CKs in seed tissues, the

dynamics of their biosynthesis (IPT) and inactivation (CKX), and their perception. The transition from cell division and

expansion (seed morphogenesis) to storage activity (seed maturation phase) is associated with downregulated CWINV
and IPT expression . At this stage, sugars serve for seed storage accumulation by mediating sucrose synthase

induction for starch biosynthesis in maize kernels  or gibberellic acid (GA) dependent alpha-amylase induction for

storage remobilization in barley embryos . Such sugar-dependent regulation takes place at the transcriptional and post-

transcriptional levels. The role of sugars in seed maturation could be complex and partially mediated through T6P,

considered as a proxy for sucrose availability in plants , and SnRK1 . Sucrose positively regulates T6P accumulation

in wheat at the seed pre-filling stage , and its exogenous application stimulates seed filling and yield . Accordingly,

Arabidopsis seeds of the mutant tps1 (Trehalose-6-phosphate synthase 1) fail to proceed towards the maturation phase

. In pea, SnRK1 deficiency hinders the maturation and storage activity . Accordingly, SnRK1 induces abscisic

acid (ABA) synthesis and signaling and the C/S1-group bZIP signaling pathways associated with carbon starvation  .

This regulation is mediated by pFUS3 (The Arabidopsis B3-domain transcription factor FUSCA3) phosphorylation, known

to control ABA responses during seed maturation and dormancy . Transcriptomic comparison of CK metabolism and

signaling in dormant and non-dormant wheat seeds  highlights that CK controls the activity of many genes involved

in seed dormancy. The interactions of CKs with ABA metabolism and signaling during seed maturation need to be further

investigated and compared with sugar signaling mediated at least by the T6P and SnRK1 pathways.

2.2. Seed Germination and Seedling Establishment

The carbon stored in the mature seed will be remobilized during germination to ensure seedling establishment before

becoming heterotrophic. Seed germination is accomplished when the radicle protrudes through the outer layers of the

embryo, i.e., the endosperm and the teguments . The related cellular and metabolic events are orchestrated by

complex signaling crosstalk involving the hormones ABA and GA, well known for their role in inhibiting and inducing

germination, respectively . Sugars released from the GA-mediated hydrolysis of storage compounds and cell wall

loosening serve as osmotically active solutes for radicle cell expansion. These sugars are potentially used as central

signals of the seed's C status and are also a source of C for seedling growth during the transition to autotrophy. Genetic

and molecular analysis revealed a possible control of germination by glucose based on HXK1-dependent and

independent pathways and the T6P pathway, interacting with different hormonal pathways. Many reports also showed that

CKs contribute to the control of seed germination. However, their interactions with glucose are poorly documented. On the
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whole, glucose and CKs are likely to operate antagonistically at different steps of the ABA biosynthesis and signaling

pathways (Figure 2). The contribution of glucose to the control of seed germination has long been established and proven

to be a concentration-dependent signal . Exogenous supply of high glucose contents delays seed germination

through positive regulation of ABA synthesis, accumulation and signaling . At lower concentrations, glucose

stimulates germination by inducing ABA catabolism . In germinating seeds, high glucose supply upregulates two ABA

biosynthesis genes (NCED3 and ABA2) through the G Protein Alpha subunit AtGPA1 and the Regulator of G-protein

Signaling AtRGS1, via an HXK1-independent channel . Glucose also repressed– the positive regulator of seed

germination AtGASA6 via an HXK1-dependent pathway . AtGASA6 acts as an integrator of ABI5-dependent ABA

signaling and RGL2-dependent GA signaling . Therefore, a high level of T6P promotes seed germination by decreasing

seed sensitivity to glucose and ABA . In sum, the inhibition of seed germination under excessive glucose supply

conditions may be due to the activation of the ABA signaling pathway and an imbalance in sugars/T6P.

Figure 2. Antagonistic effect of sugars and cytokinins (CKs) on seed germination. Blue stands for players of sugar

signaling pathways, and green highlights genes involved in CK synthesis or signaling pathways. Black arrows and red

lines indicate stimulatory and inhibitory effects, respectively. ABI, abscisic acid insensitive; AHK, Arabidopsis histidine

kinase; ARR, Arabidopsis response regulator; CRE, cytokinin response; GASA, gibberellic acid-stimulated Arabidopsis;

HXK, hexokinase, IPT: isopentenyl transferase; RGS, regulator of G-protein signaling. This model results from a

compilation of studies carried out on different model plants (see references and description in the text).

The CKs are described to stimulate seed germination by an antagonistic effect on ABA signaling . In germinating

seeds, increasing levels of CKs induce the expression of type-A ARRs (ARR4, ARR5 and ARR6) that inactivate the ABI5-

mediated inhibition of germination  whereas glucose enhances ABI5 transcription  (Figure 2). In turn, ABA intake

represses CK biosynthetic genes such as AtIPT8 and CK signaling genes such as type-A ARRs, and during seed

dormancy, ABA signaling, including ABA receptor Pyrabactin Resistance (PYR/PYL), SnRK2s and ABI4, downregulates

type-A ARRs  . In dormant seeds, high ABA levels positively regulate ABI4, which inhibits the expression of ARR6,

ARR7 and ARR15. Either, Arabidopsis CK-receptor mutants exhibit a reduced dormancy phenotype, and distinct CK-

mediated seed germination regulation pathways seem to exist. In germinating seeds, many other regulatory pathways

respond to different forms of sugar signals. The exogenous sugar-dependent inhibition of seed germination is also

regulated by the sucrose transporter SUT4/Cyb5-2-mediated signaling pathway, independently of the ABA

(ABI2/ABI4/ABI5)-mediated signaling pathway . CK biosynthesis is noticeably concomitant with SUT gene expression

during pea seed germination. Therefore, we may wonder whether sugar transporters could be a convergent target of

sugars and CKs during this process .

Interestingly, promoters of the senescence-associated genes SAG12 and SAG13 are inducible in the tomato seed

micropylar endosperm , suggesting that a senescing mechanism known to be stimulated by HXK1-dependent sugar

signaling (see leaf senescence section) could facilitate radicle protrusion. Ectopic expression of the IPT gene through

SAG12 and SAG13 promoters delayed endosperm senescence and germination, suggesting that potential CK synthesis

in the endosperm can antagonize the HXK-dependent sugar senescing mechanism to negatively control germination.

Therefore, CKs could be perceived differently in a tissue-dependent manner during seed germination.

The crosstalk between sugars and CKs in the control of germination remains very partially documented, and available

results foresee very intricate mechanisms. All the present results support antagonistic effects of glucose and CKs

throughout the germination process, which precedes seedling growth considered as a post-germinative phase.

2.3. Seedling Development

Upon radicle protrusion through the seed coat, the first post-germinative events initiate seedling growth through hypocotyl

elongation and root meristem development before the activation of the photosynthesis machinery. Hypocotyl elongation

occurs in darkness and is fueled by C issued from the hydrolysis and mobilization of seed storage compounds. The shoot
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apical meristem (SAM) is characterized by a heterotrophic metabolism, while the development of the root apical meristem

(RAM) occurs only under light conditions and is controlled by cotyledon-derived photosynthetic sucrose that acts as a

long-distance signal .

CK and glucose signaling are involved in controlling different aspects of seedling growth and development, with auxin

signaling components as downstream targets. From a physiological point of view, both glucose and CKs could control

radicle growth in light conditions, hypocotyl length in darkness, chlorophyll and anthocyanin contents . CKs interact with

glucose via an HXK1-dependent pathway for the control of radicle and hypocotyl elongation . SnRK1 overexpression

can delay seed germination and increases sensitivity to glucose and ABA during seedling establishment . When

glucose is supplied to seedlings, T6P acts antagonistically to SnRK1 by inhibiting ABA synthesis and signaling and, in

turn, the seed sensitivity to glucose . Noteworthily, CKs antagonize ABA signaling by inhibiting SnRK2 activity via type-

B ARRs and thus promote seedling establishment .

References

1. Smeekens, S.; Ma, J., Hanson, J.; Rolland, F. Sugar signals and molecular networks controlling plant growth. Curr.
Opin. Plant Biol. 2010, 13, 273–278.

2. Sakr, S.; Wang, M.; Dédaldéchamp, F.; Perez-Garcia, M.D.; Ogé, L.; Hamama, L.; Atanassova, R. The sugar-signaling
hub: Overview of regulators and interaction with the hormonal and metabolic network. Int. J. Mol. Sci. 2018, 19, 2506.

3. Wan, H.; Wu, L.; Yang, Y.; Zhou, G.; Ruan, Y.L. Evolution of sucrose metabolism: The dichotomy of invertases and be-
yond. Trends Plant Sci. 2018, 23, 163–177.

4. Jiao, Y.; Lei, W.; Xu, W.; Chen, W.L. Glucose signaling, AtRGS1 and plant autophagy. Plant Signal. Behav. 2019, 14,
1607465.

5. Wang, F.; Han, T.; Song, Q.; Ye, W.; Song, X.; Chu, J.; Li, J.; Chen, Z.J. The rice circadian clock regulates tiller growth
and panicle development through strigolactone signaling and sugar sensing. Plant Cell. 2020, 32, 3124–3138.

6. Zhang, W.; Lunn, J.E.; Feil, R.; Wang, Y.; Zhao, J.; Tao, H.; Guo, Y.; Zhao, Z. Trehalose 6-phosphate signal is closely
re-lated to sorbitol in apple (Malus domesticaBorkh. cv. Gala). Biol. Open. 2017, 6, 260–268.

7. Demidchik, V.; Maathuis, F.; Voitsekhovskaja, O. Unravelling the plant signalling machinery: An update on the cellular
and genetic basis of plant signal transduction. Funct. Plant Biol. 2018, 45, 1–8.

8. Meng, D.; He, M.; Bai, Y.; Xu, H.; Dandekar, A.M.; Fei, Z.; Cheng, L. Decreased sorbitol synthesis leads to abnormal
sta-men development and reduced pollen tube growth via an MYB transcription factor, MdMYB39L, in apple (Malus
domes-tica). New Phytologist. 2017, 217, 641–656.

9. Kollist, H.; Zandalinas, S.I.; Sengupta, S.; Nuhkat, M.; Kangasjärvi, J.; Mittler, R. Rapid responses to abiotic stress:
Prim-ing the landscape for the signal transduction network. Trends Plant Sci. 2019, 24, 25–37.

10. Chaput, V.; Martin, A.; Lejay, L. Redox metabolism: The hidden player in carbon and nitrogen signaling? J. Exp. Bot.
2020, 71, 3816–3826.

11. Li, C.-L.; Meng, D.; Pineros, M.A.; MAO, Y.; Dandekar, A.M.; Cheng, L. A Sugar Transporter Takes Up both Hexose and
Sucrose for Sorbitol-Modulated in vitro Pollen Tube Growth in Apple. Plant Cell. 2020, 32, 449-469.

12. Urano, D.; Miura, K.; Wu, Q.; Iwasaki, Y.; Jackson, D.; Jones, A.M. Plant morphology of heterotrimeric G protein mu-
tants. Plant Cell Physiol. 2016, 57, 437–445.

13. Stateczny, D.; Oppenheimer, J.; Bommert, P. G protein signaling in plants: Minus times minus equals plus. Curr. Opin.
Plant Biol. 2016, 34, 127–135.

14. Aguilera-Alvarado, G.P.; Sánchez-Nieto, S. Plant hexokinases are multifaceted proteins. Plant Cell Physiol. 2017, 58,
1151–1160.

15. Ramon, M.; Dang, T.V.T.; Broeckx, T.; Hulsmans, S.; Crepin, N.; Sheen, J.; Rolland, F. Default activation and nuclear
translocation of Plant Cellular energy sensor SnRK1 regulate metabolic stress responses and development. Plant Cell.
2019, 31, 1614–1632.

16. Margalha, L.; Confraria, A.; Baena-González, E. SnRK1 and TOR: Modulating growth–defense trade-offs in plant stress
responses. J. Exp. Bot. 2019, 70, 2261–2274.

17. Crepin, N.; Rolland, F. SnRK1 activation, signaling, and networking for energy homeostasis. Curr. Opin. Plant Biol.
2019, 51, 29–36.

[88]

[89]

[90]

[91]

[92]

[93]



18. Quilichini, T.D.; Gao, P.; Pandey, P.K.; Xiang, D.; Ren, M.; Datla, R. A role for TOR signaling at every stage of plant life.
J. Exp. Bot. 2019, 70, 2285–2296.

19. Raines, T., Shanks, C., Cheng, C.Y., McPherson, D., Argueso, C.T., Kim, H.J., Franco‐Zorrilla, J.M.; López‐Vidriero, I.;
Solano, R.; Vaňková, R. et al. The cytokinin response factors modulate root and shoot growth and promote leaf senes-
cence in Arabidopsis. Plant J. 2016, 85, 134–147.

20. Wang, G.; Zhang, G.; Wu, M. CLE peptide signaling and crosstalk with phytohormones and environmental stimuli.
Front. Plant Sci. 2016, 6, 1211.

21. Albrecht, T.; Argueso, C.T. Should I fight or should I grow now? The role of cytokinins in plant growth and immunity and
in the growth–defence trade-off. Ann. Bot. 2017, 119, 725–735.

22. Hönig, M.; Plíhalová, L.; Husičková, A.; Nisler, J.; Doležal, K. Role of cytokinins in senescence, antioxidant defence and
photosynthesis. Int. J. Mol. Sci. 2018, 19, 4045.

23. Kieber, J.J.; Schaller, G.E. Cytokinin signaling in plant development. Development 2018, 145, dev149344.

24. Davière, J.M.; Achard, P. Organ communication: Cytokinins on the move. Nat. Plants 2017, 3, 1–2.

25. Osugi, A.; Sakakibara, H. Q&A: How do plants respond to cytokinins and what is their importance? BMC Biol. 2015, 13,
1–10.

26. Kurakawa, T.; Ueda, N.; Maekawa, M.; Kobayashi, K.; Kojima, M.; Nagato, Y.; Sakakibara, H.; Kyozuka, J. Direct
control of shoot meristem activity by a cytokinin-activating enzyme. Nature 2007, 445, 652–655.

27. Kuroha, T.; Tokunaga, H.; Kojima, M.; Ueda, N.; Ishida, T.; Nagawa, S.; Fukuda, H.; Sugimoto, K.; Sakakibara, H. Func-
tional analyses of LONELY GUY cytokinin-activating enzymes reveal the importance of the direct activation pathway in
Arabidopsis. Plant Cell. 2009, 21, 3152–3169.

28. Hwang, I.; Sheen, J.; Müller, B. Cytokinin signaling networks. Ann. Rev. Plant Biol. 2012, 63, 353–380.

29. Osuna, D.; Prieto, P.; Aguilar, M. Control of seed germination and plant development by carbon and nitrogen availabil-
ity. Front. Plant Sci. 2015, 6, 1023.

30. Sami, F.; Siddiqui, H.; Hayat, S. Interaction of glucose and phytohormone signaling in plants. Plant Physiol. Biochem.
2019, 135, 119–126.

31. Ohto, M.A.; Stone, S.L.; Harada, J.J. Genetic control of seed development and seed mass. Ann. Plant Rev. Online
2018, 27, 1–24.

32. Koch, K.E. Carbohydrate-modulated gene expression in plants. Ann. Rev. Plant Biol. 1996, 47, 509–540.

33. Wobus, U.; Weber, H. Seed maturation: Genetic programmes and control signals. Curr. Opin. Plant Biol. 1999, 2, 33–
38.

34. Borisjuk, L.; Walenta, S.; Weber, H.; Mueller‐Klieser, W.; Wobus, U. High‐resolution histographical mapping of glucose
concentrations in developing cotyledons of Vicia faba in relation to mitotic activity and storage processes: Glucose as a
possible developmental trigger. Plant J. 1998, 15, 583–591.

35. Weber, H.; L Borisjuk.; U Heim, Buchner, P.; Wobus, P. Seed coat-associated invertases of fava bean control both un-
loading and storage functions: Cloning of cDNAs and cell type-specific expression. Plant Cell 1995, 7, 1835–1846.

36. Weber, H.; Borisjuk, L.; Heim, U.; Sauer, N.; Wobus, U. A role for sugar transporters during seed development:
Molecular characterization of a hexose and a sucrose carrier in fava bean seeds. Plant Cell 1997, 9, 895–908.

37. Rijavec, T.; Kovač, M.; Kladnik, A.; Chourey, P.S.; Dermastia, M. A comparative study on the role of cytokinins in cary-
opsis development in the maize miniature1 seed mutant and its wild type. J. Integr. Plant Biol. 2009, 51, 840–849.

38. Rijavec, T.; Jain, M.; Dermastia, M.; Chourey, P.S. Spatial and temporal profiles of cytokinin biosynthesis and
accumula-tion in developing caryopses of maize. Ann. Bot. 2011, 107, 1235–1245.

39. Rijavec, T.; Li, Q.B.; Dermastia, M.; Chourey, P.S. Cytokinins and their possible role in seed size and seed mass
determi-nation in maize. Adv. Sel. Plant Physiol. Asp. 2012, 293.

40. Wang, L.; Ruan, Y.L. New insights into roles of cell wall invertase in early seed development revealed by
comprehensive spatial and temporal expression patterns of GhCWIN1 in cotton. Plant Physiol. 2012, 160, 777–787.

41. Ruan, Y.L.; Jin, Y.; Yang, Y.J.; Li, G.J.; Boyer, J.S. Sugar input, metabolism, and signaling mediated by invertase: Roles
in development, yield potential, and response to drought and heat. Mol. Plant 2010, 3, 942–955.

42. Riefler, M.; Novak, O.; Strnad, M.; Schmülling, T. Arabidopsis cytokinin receptor mutants reveal functions in shoot
growth, leaf senescence, seed size, germination, root development, and cytokinin metabolism. Plant Cell. 2006, 18,
40–54.



43. Song, J.; Jiang, L.; Jameson, P.E. Expression patterns of Brassica napus genes implicate IPT, CKX, sucrose
transporter, cell wall invertase and amino acid permease gene family members in leaf, flower, silique and seed
development. J. Exp. Bot. 2015, 66, 5067–5082.

44. Wang, L.; Ruan, Y.L. Regulation of cell division and expansion by sugar and auxin signaling. Front. Plant Sci. 2013, 4,
163.

45. Wittich, P.E.; Vreugdenhil, D. Localization of sucrose synthase activity in developing maize kernels by in situ enzyme
histochemistry. J. Exp. Bot. 1998, 49, 1163–1171.

46. Perata, P.; Matsukura, C.; Vernieri, P.; Yamaguchi, J. Sugar repression of a gibberellin-dependent signaling pathway in
barley embryos. Plant Cell. 1997, 9, 2197–2208.

47. Figueroa, C.M.; Lunn, J.E. A tale of two sugars: Trehalose 6-phosphate and sucrose. Plant Physiol. 2016, 172, 7–27.

48. Baena-González, E.; Rolland, F.; Thevelein, J.M.; Sheen, J. A central integrator of transcription networks in plant stress
and energy signalling. Nature 2007, 448, 938–942.

49. Martínez-Barajas, E.; Delatte, T.; Schluepmann, H.; de Jong, G.J.; Somsen, G.W.; Nunes, C.; Primavesi, L.F.; Coello,
P.; Mitchell, R.A.C.; Paul, M.J. Wheat grain development is characterized by remarkable trehalose 6-phosphate
accumulation pregrain filling: Tissue distribution and relationship to SNF1-related protein kinase1 activity. Plant Physiol.
2011, 156, 373–381.

50. Griffiths, C.A.; Sagar, R.; Geng, Y.; Primavesi, L.F.; Patel. M.K.; Passarelli, M.K.; Gilmore, I.S.; Steven, R.T.; Bunch, J.;
Paul, M.J. et al. Chemical intervention in plant sugar signalling increases yield and resilience. Nature 2016, 540, 574–
578.

51. Eastmond, P.J.; Van Dijken, A.J.; Spielman, M.; Kerr, A.; Tissier, A.F.; Dickinson, H.G.; Jones, J.D.G.; Smeekens, S.C.;
Graham, I.A. Trehalose‐6‐phosphate synthase 1, which catalyses the first step in trehalose synthesis, is essential for
Ara-bidopsis embryo maturation. Plant J. 2002, 29, 225–235.

52. Gómez, L.D.; Baud, S.; Gilday, A.; Li, Y.; Graham, I.A. Delayed embryo development in the ARABIDOPSIS TREHA-
LOSE‐6‐PHOSPHATE SYNTHASE 1 mutant is associated with altered cell wall structure, decreased cell division and
starch accumulation. Plant J. 2006, 46, 69–84.

53. Radchuk, R.; Radchuk, V.; Weschke, W.; Borisjuk, L.; Weber, H. Repressing the expression of the SUCROSE
NONFER-MENTING-1-RELATED PROTEIN KINASE gene in pea embryo causes pleiotropic defects of maturation
similar to an abscisic acid-insensitive phenotype. Plant Physiol. 2006, 140, 263–278.

54. Radchuk, R.; Emery, R.N.; Weier, D.; Vigeolas, H.; Geigenberger, P.; Lunn, J.E.; Feil, R.; Weschke, W.; Weber, H.
Sucrose non‐fermenting kinase 1 (SnRK1) coordinates metabolic and hormonal signals during pea cotyledon growth
and differen-tiation. Plant J. 2010, 61, 324–338.

55. Tsai, A.Y.L.; Gazzarrini, S. AKIN10 and FUSCA3 interact to control lateral organ development and phase transitions in
Arabidopsis. Plant J. 2012, 69, 809–821.

56. Gazzarrini, S.; Tsai, A.Y.L. Trehalose-6-phosphate and SnRK1 kinases in plant development and signaling: The
emerging picture. Front. Plant Sci. 2014, 5, 119.

57. Nambara, E.; Okamoto, M.; Tatematsu, K.; Yano, R.; Seo, M.; Kamiya, Y. Abscisic acid and the control of seed
dormancy and germination. Seed Sci. Res. 2010, 20, 55.

58. Tuan, P.A.; Kumar, R.; Rehal, P.K.; Toora, P.K.; Ayele, B.T. Molecular mechanisms underlying abscisic acid/gibberellin
balance in the control of seed dormancy and germination in cereals. Front. Plant Sci. 2018, 9, 668.

59. Tuan, P.A.; Yamasaki, Y.; Kanno, Y.; Seo, M.; Ayele, B.T. Transcriptomics of cytokinin and auxin metabolism and signal-
ing genes during seed maturation in dormant and non-dormant wheat genotypes. Sci. Rep. 2019, 9, 1–16.

60. Nonogaki, H.; Barrero, J.M.; Li, C. Seed dormancy, germination, and Pre-harvest sprouting. Front. Plant Sci. 2018, 9,
1783.

61. M. Seo; E.; Nambara, G. Choi; S. Yamaguchi. Interaction of light and hormone signals in germinating seeds. Plant Mol.
Bi-ol. 2009, 69, 463–472.

62. Finkelstein, R.R.; Lynch, T.J. The Arabidopsis abscisic acid response gene ABI5 encodes a basic leucine zipper
transcrip-tion factor. Plant Cell. 2000, 12, 599–609.

63. Ullah, H.; Chen, J.G.; Wang, S.; Jones, A.M. Role of a heterotrimeric G protein in regulation of Arabidopsis seed
germina-tion. Plant Physiol. 2002, 129, 897–907.

64. Rolland, F.; Baena-Gonzalez, E.; Sheen, J. Sugar sensing and signaling in plants: Conserved and novel mechanisms.
Ann. Rev. Plant Biol. 2006, 57, 675–709.



65. Arenas-Huertero, F.; Arroyo, A.; Zhou, L.; Sheen, J.; León, P. Analysis of Arabidopsis glucose insensitive mutants, gin5
and gin6, reveals a central role of the plant hormone ABA in the regulation of plant vegetative development by sugar.
Genes Dev. 2000, 14, 2085–2096.

66. Rolland, F.; Moore, B.; Sheen, J. Sugar sensing and signaling in plants. Plant Cell. 2002, 14 (Suppl. 1), S185–S205.

67. Price, J.; Li, T.C.; Kang, S.G.; Na, J.K.; Jang, J.C. Mechanisms of glucose signaling during germination of Arabidopsis.
Plant Physiol. 2003, 132, 1424–1438.

68. Gibson, S.I. Control of plant development and gene expression by sugar signaling. Curr. Opin. Plant Biol. 2005, 8, 93–
102.

69. Dekkers, B.J.; Schuurmans, J.A.; Smeekens, S.C. Glucose delays seed germination in Arabidopsis thaliana. Planta
2004, 218, 579–588.

70. Chen, Y.; Ji, F.; Xie, H.; Liang, J.; Zhang, J. The regulator of G-protein signaling proteins involved in sugar and abscisic
acid signaling in Arabidopsis seed germination. Plant Physiol. 2006, 140, 302–310.

71. Urano, D.; Phan, N.; Jones, J.C.; Yang, J.; Huang, J.; Grigston, J.; Taylor, P.; Jones, A.M. Endocytosis of the sev-en-
transmembrane RGS1 protein activates G-protein-coupled signalling in Arabidopsis. Nat. Cell Biol. 2012, 14, 1079–
1088.

72. Pandey, S.; Chen, J.G.; Jones, A.M.; Assmann, S.M. G-protein complex mutants are hypersensitive to abscisic acid
regula-tion of germination and postgermination development. Plant Physiol. 2006, 141, 243–256.

73. Zhong, C.; Xu, H.; Ye, S.; Wang, S.; Li, L.; Zhang, S.; Wang, X. AtGASA6 serves as an integrator of gibberellin-,
abscisic acid-and glucose-signaling during seed germination in Arabidopsis. Plant Physiol. 2015, 169, 2288-2303.

74. Qu, J.; Kang, S.G.; Hah, C.; Jang, J.C. Molecular and cellular characterization of GA-Stimulated Transcripts GASA4
and GASA6 in Arabidopsis thaliana. Plant Sci. 2016, 246, 1–10.

75. Schluepmann, H.; Pellny, T.; van Dijken, A.; Smeekens, S.; Paul, M. Trehalose 6-phosphate is indispensable for
carbohy-drate utilization and growth in Arabidopsis thaliana. Proc. Natl. Acad. Sci. USA 2003, 100, 6849–6854.

76. Avonce, N.; Leyman, B.; Mascorro-Gallardo, J.O.; Van Dijck, P.; Thevelein, J.M.; Iturriaga, G. The Arabidopsis treha-
lose-6-P synthase AtTPS1 gene is a regulator of glucose, abscisic acid, and stress signaling. Plant Physiol. 2004, 136,
3649–3659.

77. Vandesteene, L.; López-Galvis, L.; Vanneste, K.; Feil, R.; Maere, S.; Lammens, W.; Rolland, F.; Lunn, J.E.; Avonce, N.;
Beeckman, T. et al. Expansive evolution of the trehalose-6-phosphate phosphatase gene family in Arabidopsis. Plant
Physiol. 2012, 160, 884–896.

78. Shu, K.; Liu, X.D.; Xie, Q.; He, Z.H. Two faces of one seed: Hormonal regulation of dormancy and germination. Mol.
Plant 2016, 9, 34–45.

79. Khan, A.A. Cytokinins: Permissive role in seed germination. Science 1971, 171, 853–859.

80. Jameson, P.E.; Dhandapani, P.; Novak, O.; Song, J. Cytokinins and expression of SWEET, SUT, CWINV and AAP
genes increase as pea seeds germinate. Int. J. Mol. Sci. 2016, 17, 2013.

81. Wang, Y.; Li, L.; Ye, T.; Zhao, S.; Liu, Z.; Feng, Y.Q.; Wu, Y. Cytokinin antagonizes ABA suppression to seed
germination of Arabidopsis by downregulating ABI5 expression. Plant J. 2011, 68, 249–261.

82. Guan, C.; Wang, X.; Feng, J.; Hong, S.; Liang, Y.; Ren, B.; Zuo, J. Cytokinin antagonizes abscisic acid-mediated
inhibition of cotyledon greening by promoting the degradation of abscisic acid insensitive5 protein in Arabidopsis. Plant
Physiol. 2014, 164, 1515–1526.

83. Cheng, W.H.; Endo, A.; Zhou, L.; Penney, J.; Chen, H.C.; Arroyo, A.; Leon, P.; Nambara, E.; Asami, T.; Seo, M. et al. A
unique short-chain dehydrogenase/reductase in Arabidopsis glucose signaling and abscisic acid biosynthesis and func-
tions. Plant Cell. 2002, 14, 2723–2743.

84. Huang, X.; Zhang, X.; Gong, Z.; Yang, S.; Shi, Y. ABI4 represses the expression of type‐A ARRs to inhibit seed
germina-tion in Arabidopsis. Plant J. 2017, 89, 354–365.

85. Li, Y.; Li, L.L.; Fan, R.C.; Peng, C.C.; Sun, H.L.; Zhu, S.Y.; Wang, X.F.; Zhang, L.Y.; Zhang, D.P. Arabidopsis sucrose
transporter SUT4 interacts with cytochrome b5-2 to regulate seed germination in response to sucrose and glucose.
Mol. Plant 2012, 5, 1029–1041.

86. Niemann, M.C.; Werner, T. Endoplasmic reticulum: Where nucleotide sugar transport meets cytokinin control mecha-
nisms. Plant Signal. Behav. 2015, 10, e1072668.

87. Swartzberg, D.; Hanael, R.; Granot, D. Relationship between hexokinase and cytokinin in the regulation of leaf senes-
cence and seed germination. Plant Biol. 2011, 13, 439–444.



88. Kircher, S.; Schopfer, P. Photosynthetic sucrose acts as cotyledon-derived long-distance signal to control root growth
during early seedling development in Arabidopsis. Proc. Natl. Acad. Sci. USA 2012, 109, 11217–11221.

89. Kushwah, S.; Laxmi, A. The interaction between glucose and cytokinin signaling in controlling Arabidopsis thaliana
seed-ling root growth and development. Plant Signal. Behav. 2017, 12, e1312241.

90. Kushwah, S.; Laxmi, A. The interaction between glucose and cytokinin signal transduction pathway in Arabidopsis thali-
ana. Plant Cell Environ. 2014, 37, 235–253.

91. Tsai, Y.C.; Weir, N.R.; Hill, K.; Zhang, W.; Kim, H.J.; Shiu, S.H.; Schaller, G.E.; Kieber, J.J. Characterization of genes in-
volved in cytokinin signaling and metabolism from rice. Plant Physiol. 2012, 158, 1666–1684.

92. Gómez, L.D.; Gilday, A.; Feil, R.; Lunn, J.E.; Graham, I.A. AtTPS1‐mediated trehalose 6‐phosphate synthesis is
essential for embryogenic and vegetative growth and responsiveness to ABA in germinating seeds and stomatal guard
cells. Plant J. 2010, 64, 1–13.

93. Huang, X.; Hou, L.; Meng, J.; You, H.; Li, Z.; Gong, Z.; Yang, S.; Shi, Y. The antagonistic action of abscisic acid and
cyto-kinin signaling mediates drought stress response in Arabidopsis. Mol. Plant 2018, 11, 970–982.

Retrieved from https://encyclopedia.pub/entry/history/show/17389


